Here, we report the draft genome sequence of the endophytic Bacillus velezensis strain ZeaDK315Endo16, isolated from DK315 maize from Lyon, France. B. velezensis ZeaDK315Endo16 exhibits a suppressive ability toward Fusarium graminearum, a widely known threat to maize production and quality.
F. graminearum are macrolactin, bacillaene, fengycin, difficidin, bacillibactin, bacilysin, mersacidin, and surfactin, identified using antiSMASH v.5.0.0 (11) . This draft genome sequence may serve as an inoculum for biocontrol. Analysis (average nucleotide identity [ANI]) of the genome of B. velezensis ZeaDK315Endo16 shows a high similarity with B. velezensis (identity, 98.5%). Default parameters were used for all software.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number CP043809. The version described in this paper is the first version, SDSJ00000000.1. The raw genome sequence data are under the SRA study accession number SRP181915.
